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Amendments to the Claims : 

This listing of claims will replace all prior versions, and listings, of claims in the 

application: 



Listing of Claims : 

1.-43. (Canceled) 



44. (Original) A method for determining the presence or absence of a cancer 
in a patient, comprising the steps of: 

(a) contacting a biological sample obtained from a patient with a binding agent 
that specifically binds to N-cadherin; and 

(b) detecting in the sample an amount of polypeptide that binds to the binding 
agent, relative to a predetermined cut-off value, and therefrom determining the presence or absence 
of a cancer in the patient. 

45. (Original) A method according to claim 44 wherein the binding agent is 
a monoclonal antibody. 

46. (Original) A method according to claim 44, wherein the binding agent 
comprises a N-cadherin CAR sequence, or an analogue or mimetic thereof. 

47. (Original) A method according to claim 44, wherein the cancer is 
selected from the group consisting of leukemia, prostate cancer, breast cancer and ovarian cancer. 

48. (Original) A method according to claim 44, wherein the binding agent 
specifically binds to an extracellular domain of N-cadherin. 
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49. (Original) A method according to claim 44, wherein the biological 
sample is selected from the group consisting of blood, serum, urine, tumor biopsies, peritoneal 
fluid, cerebrospinal fluid, prostate secretions and fractions of the foregoing samples. 

50. (Original) A method for monitoring the progression of a cancer in a 
patient, comprising the steps of: 

(a) contacting a biological sample obtained from a cancer patient at a first point 
in time with a binding agent that specifically binds to N-cadherin; 

(b) detecting in the sample an amount of polypeptide that binds to the binding 

agent; 

(c) repeating steps (a) and (b) using a biological sample obtained from the 
patient at a subsequent point in time; and 

(d) comparing the amount of polypeptide detected in step (c) to the amount 
detected in step (b) and therefrom monitoring the progression of the cancer in the patient. 

51. (Original) A method according to claim 50 wherein the binding agent is 
a monoclonal antibody. 

52. (Original) A method according to claim 50, wherein the binding agent 
comprises a N-cadherin CAR sequence, or an analogue or mimetic thereof. 

53. (Original) A method according to claim 50, wherein the cancer is 
selected from the group consisting of leukemia, prostate cancer, breast cancer and ovarian cancer. 

54. (Original) A method according to claim 50, wherein the binding agent 
specifically binds to an extracellular domain of N-cadherin. 
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55. (Original) A method according to claim 50, wherein the biological 
sample is selected from the group consisting of blood, serum, urine, tumor biopsies, peritoneal 
fluid, prostate secretions and fractions of the foregoing samples. 

56. (Original) A method for evaluating the metastatic potential of a cancer 
in a patient, comprising the steps of: 

(a) contacting a biological sample obtained from a cancer patient afflicted with 
cancer with a binding agent that specifically binds to N-cadherin; and 

(b) detecting in the sample an amount of polypeptide that binds to the binding 
agent, relative to a predetermined cut-off value, and therefrom evaluating the metastatic potential of 
the cancer in the patient. 

57. (Original) A method according to claim 56 wherein the binding agent is 
a monoclonal antibody. 

58. (Oriignal) A method according to claim 56, wherein the binding agent 
comprises a N-cadherin CAR sequence, or an analogue or mimetic thereof. 

59. (Original) A method according to claim 56, wherein the cancer is 
selected from the group consisting of leukemia, prostate cancer, breast cancer and ovarian cancer. 

60. (Original) A method according to claim 56, wherein the binding agent 
specifically binds to an extracellular domain of N-cadherin. 

61. (Original) A method according to claim 56, wherein the biological 
sample is selected from the group consisting of blood, serum, urine, tumor biopsies, peritoneal 
fluid, prostate secretions and fractions of the foregoing samples. 
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62. (Original) A method for determining the presence or absence of a 
metastatic cancer in a patient, comprising the steps of: 

(a) contacting a biological sample obtained from a patient with an 
oligonucleotide that hybridizes to a polynucleotide that encodes N-cadherin; and 

(b) detecting in the sample an amount of a polynucleotide that hybridizes to the 
oligonucleotide, relative to a predetermined cut-off value, and therefrom determining the presence 
or absence of a metastatic cancer in the patient. 

63. (Original) A method according to claim 62, wherein the amount of 
polynucleotide that hybridizes to the oligonucleotide is determined using polymerase chain 
reaction. 



64. (Original) A method according to claim 62, wherein the amount of 
polynucleotide that hybridizes to the oligonucleotide is determined using a hybridization assay. 

65. (Original) A method according to claim 62, wherein the cancer is 
selected from the group consisting of leukemia, prostate cancer, breast cancer and ovarian cancer. 

66. (Original) A method according to claim 62, wherein the biological 
sample is an RNA or cDNA preparation. 



67. (Original) A method for monitoring progression of a cancer in a patient, 
comprising the steps of: 

(a) contacting a biological sample obtained from a cancer patient with an 
oligonucleotide that hybridizes to a polynucleotide that encodes N-cadherin; 

(b) detecting in the sample an amount of a polynucleotide that hybridizes to the 
oligonucleotide; 
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(c) repeating steps (a) and (b) using a biological sample obtained from the 
patient at a subsequent point in time; and 

(d) comparing the amount of polynucleotide detected in step (c) with the amount 
detected in step (b) and therefrom monitoring progression of a cancer in the patient. 

68. (Original) A method according to claim 67, wherein the amount of 
polynucleotide that hybridizes to the oligonucleotide is determined using polymerase chain 
reaction. 



69. (Original) A method according to claim 67, wherein the amount of 
polynucleotide that hybridizes to the oligonucleotide is determined using a hybridization assay. 

70. (Original) A method according to claim 67, wherein the cancer is 
selected from the group consisting of leukemia, prostate cancer, breast cancer and ovarian cancer. 



71. (Original) A method according to claim 67, wherein the biological 
sample is an RNA or cDNA preparation. 

72. (Original) A method for evaluating the metastatic potential of a cancer 
in a patient, comprising the steps of: 

(a) contacting a biological sample obtained from a cancer patient with an 
oligonucleotide that hybridizes to a polynucleotide that encodes N-cadherin; and 

(b) detecting in the sample an amount of a polynucleotide that hybridizes to the 
oligonucleotide, relative to a predetermined cut-off value, and therefrom evaluating the metastatic 
potential of the cancer in the patient. 
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73. (Original) A method according to claim 72, wherein the amount of 
polynucleotide that hybridizes to the oligonucleotide is determined using polymerase chain 
reaction. 

74. (Original) A method according to claim 72, wherein the amount of 
polynucleotide that hybridizes to the oligonucleotide is determined using a hybridization assay. 

75. (Original) A method according to claim 72, wherein the cancer is 
selected from the group consisting of leukemia, prostate cancer, breast cancer and ovarian cancer. 

76. (Original) A method according to claim 72, wherein the biological 
sample is an RNA or cDNA preparation. 
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